NPP1, 2 and 6 proteins were purified from the transgenic rice lines UNP1, 2 and 6 by employing Con A-Sepharose column chromatography (see Supplemental Table 2) , and subjected to SDS-PAGE, followed by Coomassie Blue staining. In panel A, left (C) and right lanes (P) represent crude and purified enzyme preparations, respectively. Molecular size markers in kDa are shown on the left. As shown in panel B, the molecular species of NPP were distinguished by their migration on the SDSgels.
(A) Molecular sizes of purified NPP1, 2 and 6 proteins were estimated by gel filtration chromatography with molecular weight standards, thyroglobulin (669 kDa), apoferritin (443 kDa), β-amylase (200 kDa), alcohol dehyrogenase (150 kDa), albumin bovine serum (66 kDa) and carbonic anhydrase (29 kDa). (B) Effects of pH on the enzyme reaction of NPP1 (AGPPase), 2 (ADPase) and 6 (AGPPase and ADPase). Citrate-NaOH (pH 3.5), acetate-NaOH (pH 4.0-5.0), MES-NaOH (pH 5.5-6.5), HEPES-NaOH (pH 7.0-7.5), Tris-HCl (pH 8.0-9.0) and Glycine-NaOH (pH 10.0) were used in the assays. Table S3 .
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